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AK7TVr—avid. FEMHFRAZEMELT ILEM(EERE) ESVMEKE LU
AN ZUMFH~NRRELBOEGFRREREAV., 2 —F—DPADLE-EGTFHOR
BARI—VIZBUOREBRTOTI7M L EH DILEM—EDHELUEERTTH7 I Ur—23
UTY,

EREBHEATIL 158 BED RS FILEMITOLTITHNI-HI 5700 D in vivo(Z
YR) X in vitro(ER =S UR) DBEFRBET—2AHBLEHAIN TOVET (TR, toxRank Tl&,
INLDT—REFEML. FERITOT7AIERICLIZ KRGS UM VREERKL. HR
R—XTOELUEFEZTVET, FELUEIFSMEEYME. FREHETFEAHL
F=NRA oA BITERCEREREM DI FOATOET,

Data(Time,Dose)
* Invivo
3h 6h 9h 24h 4d 8d 15d 29d
 — — — — I I I >
\ . _AL J
Y Y
Rat.in_vivo.Liver.Single Rat.in_vivo.Liver.
Zvba AL zin vivoilBR (R EER5) ZubERLVzin vivoitB (R1ERE)

Dose: Low, Middle, High Dose: Low, Middle, High

IMRALFHEEHR: AST, ALP, ALT

* Invitro
2h 8h 24h

Rat.in_vitro.Liver
Sy FrHilEE L zin vitros A BR

Dose: Low, Middle, High

Human.in_vitro.Liver
ABF#ER%E B L zin vitrost BR
Dose: Low, Middle, High

HRRA A A7 Z1F R (LDH) I BB RICKH LI LDHO E M EZ &ICH B LA £ 5

I Igarashi Y, Nakatsu N, Yamashita T, Ono A, Ohno Y, Urushidani T, Yamada H., "Open
TG-GATE:s: a large-scale toxicogenomics database."Nucleic Acids Res. 2015
Jan;43(Database issue):D921-7.
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Rat Human

in vitro in vitro

Rat
in vivo

F 9 Rat in vitro-Rat in vivo ZE£7=1& Human in vitro DWW \F I hEEIRLET .
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ANT7AILIZEDHE T Gene Symbol, Gene ID Ef=I& Probe ID Z3ZERLET,

Input Data : ) Gene Symbol ) Entrez Gene ID @ Probe Id

[/ Use Sample Data

Up Tag File: Choose File Mo file chosen
Down Tag File: Choose File | No file chosen

» Customize Probes

» Customize Pathway Input

Rank Matrix: @® Probe/Gene ) Pathway

Query For: @® Multiple Data Points
Dose or Time:

) Single Data Point

# Dose and Time

Cell Viability LDH

Execute Clear

HLNTO—ALaAVEA—BIZHIANTFANETYT - BOFNFNIZTDODNTRIRLE
e

Input Data : ) Gene Symbol ) Entrez Gene ID @® Probe Id

[/ Use Sample Data

Up Tag File: Choose File Mo file chosen
Down Tag File: Choose File | No file chosen

» Customize Probes

» Customize Pathway Input

Rank Matrix: @® Probe/Gene ) Pathway

Query For: ® Multiple Data Points
Dose or Time:

) Single Data Point

# Dose and Time

Cell Viability LDH

Execute Clear



ANT—RETYT T FNFNDAFRBTHEE L= Probe ID, Entrez Gene ID E£1=I&
Gene Symbol T9,

Gene Symbol DHIIXLL TFDEY TY,
Gem

Msrb3
Ccnal
uqcc2

Entrez Gene ID DL TD&EY TY,
297902
680038
295052
114494

Probe ID D fIlIZLL T D&Y TY,

1382351_at
1383193_at
1382827_at
1381727_at

ERDF VT & Affymetrix"tt D Human Genome U133 Plus 2.0, 5vk®D Fv 7 (& Rat230_2
ZRAWLTLET  Probe D ZANETBIHEIE. LRFYTD D EAALTZELY,

HRELGLDEMRIISVNEIUVERTT , TYRDIFZEE L in vitrotin vivo DEB LD EERIC
HRELTUVET , EFDIFZE K in vitro DA T,



6 Open

&« v > This PC > Desktop »> toxmap_samples
Organize = New folder
~ MName
~ 3t Quick access
d le.gs.
i Desktop + L1 ownsample.gs.grp
D downsample.probe.grp
[£ Documents o
) D upsample.gs.grp
& Pictures of D upsample.probe.grp
work »*
> & OneDrive
~ = This PC
> . 3D Objects
> m Desktop
> [£ Documents
> & Downloads v <

L

Date modified

8/18/2017 5:19 PM
8/4/2017 5:.04 PM
8/18/2017 5:19 PM
8/4/2017 5:04 PM

File npame: |upsample.probe.grp

X

Search toxmap_samples e

= @ @

Type Size

Microsoft Program... 2 KB
Microsoft Program... 5KB
Microsoft Program... 2 KB
Microsoft Program... 5KB

v| A Fites () v

BIRLEDDIEENTNDIFAILEDBAANT1—ILFIZRRENFET,




YT IT—RERANSIE AL, Use Sample Data DFTvoHRvIRED)vITBEHD
NCOHBEEBEIN-TAMNETRHDOANI7AINEF>THEAEETLET,

Input Data : Gene Symbol Entrez Gene ID @ Probe Id
[¥] Use Sample Data

Up Tag File: human invitro ratio.probe.up.txt ]

Down Tag File: human _invitro ratio.probe.down.txt

+ Customize Probes
+ Customize Pathway Input

Rank Matrix: » Probe/Gene Pathway
Query For: = Multiple Data Points
Dose or Time: ——— v

Single Data Point
Dose and Time
High v | 2hour ~
Cell Viability LDH

Execute Clear

LRy —RTIREFDFYT[F HG-U133 Plus 2 #AWTEEICHESN-5V 9N HR%E
R—R L TILEYMDELERREITVET,

SYhDIGE (X Rat230 2 ZRAVWTHEIN-TU IR VRER—XIZLTILEY DY
HBREEZITVET,
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EEGHAFELLTHONLOBIRLI-TO—TOELGFICRELIZSVIIMN) O RE
FAL-BTARIEETY ,

Customize Probes #7') v/ LTHZEET, fHIREELL T Use Landmark Gene IR H&.
BROAD 1V AT ATa—MI&URESNISUFI—I1ERENS YT U THS 978 &
MDIE{LF (Landmark Genes: https://clue.io/connectopedia/?search=LANDMARK%20GENES)
RV IR VREBICERLAELET,

Data Type Z3& U, 77/ LBIRT HET, FAENRB ITBRRLUISEGRFISOWTHED
B =52 I3 ) R IZEYFBMEIRREITIENTRTY .

Input Data : Gene Symbol Entrez Gene ID ® Probe Id
# Use Sample Data

Up Tag File: human invitro ratio.probe.up.txt
Down Tag File: human_invitro_ratio.probe.down.txt

¥ Customize Probes
Use Landmark Genes

* This may cause query failure if customized probes are too few.

Data Type: Gene Symbol Entrez Gene ID @ Probe Id
Customizing Tag File: Choose File | No file chosen

» Customize l—’amway Input

Rank Matrix: = Probe/Gene Pathway

Query For: « Multiple Data Points

Dose or Time:  |-—— v

Single Data Point
Dose and Time
High v |/2hour ~
Cell Viability LDH

Execute Clear



Customizing Tag FileZ7v7O—K3 3D Gene Symbol D HIlXLL TFD&EY TY,

HSP5
ICOoS
CD28
GITR

TRICFIBESNAEHSUIIMN VRADA A—DHERLET .
Human Genome U133 Plus 2.0 0) Probe 7O —J %1% 54675 {&. Rat230 2 TlX 31042 AT
9, Landmark Genes Z:RAEBE. 70— 8% 978 EELYFET .

Probe Gene Customized

Drugl Drug2 .. Drug N Drugl Drug2 .. Drug N Drugl Drug2 .. Drug N
Probe 1| 10 Gene 1 10 Lmark1| 3
Probe 2 | 1253 Gene 2 1053 Lmark2 | 393
Probe3 | 324 Gene 3 224 - .

Lmark N| 893
Gene N | 4093

Probe N| 4893
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AMOEELGRAAFEELT. NRITAZEZANELTNIRRITADIUIIMNI VR EFERL
- M A BETI . CDEEMTIE Human in vitro DIHEDHEITTEET,

Customize Pathway Input %) w2 L THEZE 9 , Use Pathway Rank Matrix D FTv7%& A
h3ETO0—T - BEFOADIT7AILIZEDELY . RDYIZINRIZADAAT7AILES
FELET , VA1 AL Reactome M KEGG DEL LM EEIRLET,

Use Sample Data #ERTHEHOMNCORAESN-TAMNETHDOAAT7AILEFEST
RLET .

Input Data : Gene Symbol Entrez Gene ID Probe Id

¥ Use Sample Data

Up Tag File: human invitro ratio.probe.up.txt
Down Tag File: human invitro ratio.probe.down.txt
» omize Probes

~ Customize Pathway Input

w Use Pathway Rank Matrix
[[]] use Semple Data

Pathway Type: ® Reactome Kegg
Up Tag File: Choose File | No file chosen
Down Tag File: Choose File | No file chosen
Rank Matrix: Probe/Gene ® Pathway
Query For: = Multiple Data Points
Dose or Time: | -——- v

Single Data Point
Dose and Time
High v ||2hour v
Cell Viability LDH

Execute Clear

FIRENANIZAINETYTA—R T BBIFNAITIA/LDEAE TS —RATICER
L.REACTOME_-KEGG_MD¥EEEFZDITE T,



Reactome DHIIZ LI TDEY TY,

REACTOME_XENOBIOTICS
REACTOME_SIGNAL_TRANSDUCTION_BY_L1
REACTOME_CYTOCHROME_P450_ARRANGED_BY_SUBSTRATE_TYPE

KEGG D HIIEZLLTDRYTY,

KEGG_JAK_STAT_SIGNALING_PATHWAY
KEGG_LINOLEIC_ACID_METABOLISM
KEGG_CELL_ADHESION_MOLECULES_CAMS
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BEEOTEHTIEITIDINGA—ZEEREELET,

Input Data : Gene Symbol Entrez Gene ID

Use Sample Data

Up Tag File: Choose File | No file chosen
Down Tag File: Choose File  No file chosen

» Customize Probes
» Customize Pathway Input

Rank Matrix: * Probe/Gene Pathway

Query For: = Multiple Data Points

Dose or Time: e

Single Data Point
Dose and Time
High v |[2hour ~
Cell Viability LDH

® Probe Id

Execute

Clear

FITFOIYETITUIORMNIDANFEFEE Probe/Gene £f-1d Pathway MoEBIRLFET X
IO DRFRET DT —FEERLET BRI ST —2(E in vitro*in vivo TERLEYFET,

in vitro DIEFEIXLLTDEY T,

B

B

Multiple Data Points

HREGDIVIIMN)VRAZUTOHRMGERLE
ER

— (2 EE-2FHE)

Dose level: High / Middle / Low (& /&)

Time level: 2hr/ 8hr/ 24hr (£2F=E)

Single Data Point Dose and Time

EELFHMBZEIEELT Single Point D32 9IR) X
#FHALET,

Cell Viability LDH

in vitro OHIREFRERT—IMhERSNI=Z2I7H
JORZFALET, LDH RAMEDEELEFRHIDF
ﬁ?_gé*ljﬁﬁbasj-o




in vivo DIZEIZLLTDRYTY,

BE

B

Multiple Data Points
(Single or Repeat)

WREEDTVIIN) D REUT ORI HRRLE
el

— (2 EE-2FH)

Dose level: High / Middle / Low (£ /5fE)

Time level: hr or day (£FE=E)

Single Data Point Dose and Time
(Single or Repeat)

FELIFHEZIEEL T Single Point D32 I<R) Y
AEFALFES,

Physiological Data
(Single)

Rat in vivo EERDEBZET—2(MARILFIFR) &
HEIZERSNE=50 9RO REFIRALET . S5
ST OFEFEEERLET,

AST / ALT / ALP JKEDESELFHHDORIRT
—5% FIF

FTRTOREMNED D=5 Execute RIVEIT LBITERIBLET . BATICIIE 7~
HODERAILNET . BITHARDOLILHERBEEICBRLES.




EEMT EDOBRBAOEEIZDLNTIZEERIZHS Drug List hoSBTEET,

]

Menu | About | User Guide : Drug List ¢ . _
I~

IYMERE LUV AN - SYTHRENBRZELEROLEM(ERRF) YRALERTLEY,

Species: |Human v | Experiment type: invitro v | Physiological value type: E

Compound Name + CAS ¢ SMILES 4 PubChem CID #
2 .4-dinitrophenol 1326-82-5 €1=CC(=C(C=C1[N+](=0)[0-])[N+](=0)[0-])0O 1493
25550-58-7
51-28-5
2-nitrofluorene 607-57-8 C1C2=CC=CC=C2C3=C1C=C(C=C3)[N+](=0)[0-] 11831
acarbose 56180-94-0 ccic(c(e(c(o1)oc2c(oc(c(Cc20)0)0C3C(0C(C(C30) 444254
0)0)C0)CO)0)0)NCAC=C(C(C(C40)0)0)CO
acetamide 60-35-5 CC(=0)N 178
acetamidofluorene 53-96-3 CC(=0)NC1=CC2=C(C=C1)C3=CC=CC=C3C2 5897
acetaminophen 103-90-2 CC(=0)NC1l=CC=C(C=C1)0 1983
acetazolamide 59-66-5 CC(=0)NC1=NN=C(S1)S(=0)(=0)N 1986
adapin 3607-34-9 CN{C)CCC=C1C2=CC=CC=C2C0C3=CC=CC=C31 667477
1668-19-5
aflatoxin B1 1162-65-8 COC1=C2C3=C(C(=0)CC3)C(=0)0C2=C4C5C=C0C50C4= | 14403
c1

Physiological value type Z1& R 32 EBIRLT=2 4T (in vitro D 1FE [ LDH. in vivo DIFE
(& AST-ALT-ALP) Di/MEF TR KEDFEELHFRERTLET,

Species: | Human v | Experiment type: |invitro v | Physiological value type: |LDH +

Compound Name ¢ Time & Dose 4 Doselevel &
2.4-dinitrophenol 24hr  100pM High
2-nitrofluorene 24 hr 100pM High
acarbose 24 hr 2000pM Middle
acetamide 8 hr 10000uM High
acetamidofluorene 24 hr 50pM High
acetaminophen 24 hr 200pM Low
acetazolamide 8 hr 120uM Middle
adapin 24 hr 75uM High

aflatoxin B1 24 hr Bug/mL High



FEEMED VVITHETRTOEELHBOMAHAEHLEERTLET

Species: Human Experiment type: in vitro

Time ¢ Dose 4 DoseLevel %
8 hr 4pM Low

24 hr 4uM Low

8 hr 20pM Middle

24 hr 20uM Middle

8 hr 100pM High

24hr | 100uM High
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TR O EE (X Multiple Data Points & Single Data Point TEAYET . WAIZHEL
THHAEREEE. FNFNICEAEOERERZEHRLET,
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Query Analysis 273X BEDHERTT . VIR O REFBALETEL-BBD A H1EHE
x=rLET,

Input Information 27 CIZV T DR EFHEZRTEET,

Detailed Result = Cluster | Network | Enrichment
Probe || Up Pathway | Down Pathway Up Disease = Down Disease
Species: Human
Test Type: in vitro
Input Data Type: Probe
Up Tag File: human_invitro_ratio.probe.up.txt
Down Tag File: human_invitro_ratio.probe.down.txt
Rank Matrix: Probe/Gene
Query For: Single Data Point
Dose: High
Time: 24hr

Probe #7 F1=[% Gene ID #7 - Gene Symbol 3T TIFAALE-TA—TOBEEFDTVITE
TooND—EH#=RRLET,

Detailed Result || Cluster | Network | Enrichment
Input Information Up Pathway | Down Pathway || Up Disease | Down Disease

Up Tags Down Tags
Probe ] Probe s
1552372_at 1552296_at

1552394 _a_at| | 1552325_at
1552436_a_at| | 1552502_s_at
1552509_a_at| | 1552548_at
1552514_at 1552566_at
1552522_at 1552592_at
1552657_a_at| | 1552742_at
1552666_a_at| | 1552783_at

Up/Down Pathway 27 Tl&. AALE=-7O0—J - BEFOT7YT -9 0FNEFND . /AR
I/ ERE AN BRI D METICLOERERRLET,



[lTC,NE Tl Detailed Result | Cluster | Network | Enrichment
Input Information | Probe |[@U=I0"EVM Down Pathway =~ Up Disease = Down Disease

Pathway ¢ x4 | n¢ Ms N ¢ p &
REACTOME_XENOBIOTICS 4 |118 |16 8899 4.727323e-05
REACTOME_SIGNAL_TRANSDUCTION_BY_ |5 118 34 8899 |7.703827e-05
L1

KEGG_JAK_STAT_SIGNALING_PATHWAY 7 |118 |155 8899 0.004460815
REACTOME_CYTOCHROME_P450_ARRAN 4 118 51 |8899 0.004542406
GED_BY_SUBSTRATE_TYPE

BIOCARTA_EDG1_PATHWAY 3 |118 |27 8899 0.0052711
REACTOME_RECYCLING_PATHWAY_OF_L1 '3 118 27 |8899 | 0.0052711
REACTOME_L1CAM_INTERACTIONS 5 |118 |86 8899 0.005582945
KEGG_LINOLEIC_ACID_METABOLISM 3 |118 |29 8899 0.006459561

Up/Down Disease #7 CIZIAALE=TO—T - BIEFDT7YT - FOFNEND. KIFIE
WEAWBEA D RENICESIBRERTLET,

Detailed Result | Cluster | Network | Enrichment

Input Information | Probe | Up Pathway | Down Pathway Down Disease
Disease 4 X+ ns#8 M# N 2 |p s
autism_spectrum_disorder-up_dz:1033 18 274 309 17090 |2.687175e-06
fragile_X_syndrome-up_dz:515 16 274 280 17080 |1.235717e-05
breast_cancer-dn_dz:52 16 274 347 17090 0.000160069
bipolar_disorder-up_dz:546 12 1274 /241 17090 0.0005342225
chronic_myeloid_leukemia-up_dz:4 15 274 361 17090 | 0.0007583991
polycystic_ovary_syndrome-up_dz:559 12 274 260 | 17080 |0.001037662
ulcerative_colitis-up_dz:591 12 274 276 17090 0.001722835
breast_cancer-dn_dz:392 12 274 303 17090 0.00369627




3.2. MR

Detailed Result 27 [& Multiple Data Points & Single Data Point [CH@DHER T, S0
ThJOREFIALFAELI-FERZFELE (score) DEWBEIZ—EZRRLET,

>>Back to menu

toxRank Result

Query Analysis Cluster | Network = Enrichment Download
Rank ¢+ Compound Name + Dose 4 Doselevel ¢+ Time ¢ Score ¢+ Up ¢ Down & DiLlConcern$
1 thioacetamide 10000 uM High 24 hr 1.000 0.346 -0.249

2 rifampicin 70 uM High 24 hr 0.907 0.262 -0.277

3 valproic acid 5000 pM High 24 hr 0.823 0.302 -0.188 Most

4 ethionamide 600 pM High 24 hr 0.816 0.275 -0.2M Less

5 acetaminophen 5000 pM High 24 hr 0.801 0.286 -0.191 Most

6 nitrosodiethylamine 10000 uM High 24 hr 0.764 0.244 -0D.2M -

7 2-nitrofluorene 100 pM High 24 hr 0.699 0.218 | -0.198 -—

8 bendazac 200 pM High 24 hr 0.695 0.215 | -0.198 Most

9 labetalol 140 pM High 24 hr 0.686 0.190 ' -0.219 Most

10 lornoxicam 15 uM High 24 hr 0.664 0.226 | -0.168 -

1 methyldopa 50 pM High 24 hr 0.660 0.193 | -0.200 Most

12 alpidem 10 pMm High 24 hr 0.649 0.201 | -0.185 Most

13 acetamide 10000 uM High 24 hr 0.635 0.205 -0.173

14 carbamazepine 300 pM High 24 hr 0.630 0.208  -0.167 Most

15 gemfibrozil 100 pM High 24 hr 0.630 0.209  -0.166 Most



FIDEKRIILUTDEY T,

e k=

Bk

Rank

FLUEOBEWIEICLDIER

Compound Name

=xvE2

Dose

B
K=

Dose Level

EEDHEXHE (High / Middle / Low)

Time

s fi]

Score

A7 E+1 ho-1 DEZBRYET . CORIATIZKY
Y—hENTOET, SVWEDQRITIE. VT —DA
VTIN RGO T RTFe—) R T IRESIV
FIORDA VARV REED R T HHBEFEL
flEERLTVET (BLUEASEL) ., SLEDX
aA7IE V) —DA T2 hRIET HRES
ORI GADAV ARV REFDHERBRHFFELI-C
EERLTWET FEUEIELY)

Up

up A7 [F+H1 Mio-1 DIEZWMYET . SVEDTY
TZaA7F ®IETBHup 2T VADTA—TEvrbD
REFFELLIEERLTVET, aLWEO7YT
A7 E. up ATV RO TO—T £yt D FEIBEHNH
LI=C&ZERLTULVET,

Down

down X7 &+ ho-1 DEZRYFET . aLVEDS
DU RXATIE. down AT YRLFDTO—T VD
HEEFEL-TEERLTVET, SVEDORDT
[&. down 25 JRLDTO—TybDHFHTEFIL
f=CEERLTVET,

DILI Concern

FDAH ATV ADERKRFFEICE 1T RMUEFES
(Drug-Induced Liver Injury: DILI) [ZBE3 5 $81E% X
R (Mos.Less, NO)L TLVETF , ——[L DILIJ AT
LEHDIUN)—HEMEETT,
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Cluster 3T XEAVRAVREDSRB) G LI-§EB L. Detailed Results D LA/ R4
DAMNEDISRAICET AMERIRIELET,

Query Analysis || Detailed Result m Network | Enrichment

# of clusters: 20

# of top hits: 20

Reset

A

A 4

T

I

| \;
@ w
f lornoxicam-H-24hr |/ r\".
acetamide-H-24hr | | )
L \ y

rotenone-H-24hr —

NEDOARIEITREZRLTHEY. ADKESIEXISRRICFABRT DIV RIV ZAEIZHFIL
FT RO ISRIAETHDEMNIVSRAIBOERERLFEFT  ADBDRSIE
Detailed Result D LAY XAV AWK D ISR AIZFABL TSN ERLET . VTR
TIRA—N—FBLV—ILFITICABTHLLAVRIVADBEERTLET

BEPRDRASZAF—IE. IFRZ)TDHREMH# of clusters)E/ N1 T4/ +F B Detailed



Result LAV RAVAE# of top hits)ERELET o AZAEZ—FH}HNT L) TILEALT
HERERAKICRBENET, LAV AR R score M 05 LI EDEDIEITTHAZEITEE
LTL=aLY,

DSARADAED)VITBHEZTDITRZIZAET S Detailed Result DAV RAVA—E%
xrLET,

Query Analysis | Detailed Result [[ENEIS@] Network = Enrichment

x

Rank  Compound Name Dose Level Time Score Up Down DILI Concern
10 lornoxicam High 24 hr 0.664 0.226 | -0.168 -
13 acetamide High 24hr  |0.635 0.205 0173 -
17 rotenone High 24 hr 0.624 0.182 -0.189 -
52 interleukin_8 High 24hr  |0.512 0.156 -0.149 -
58 ethinylestradiol High 24 hr | 0.000 0.244 0.155
62 thioridazine High 24 hr 0.000 0.214 |0.175 Less
67 bromobenzene High 24 hr 0.000 0.205 | 0.202 -
68 amiodarone High 24 hr 0.000 0.201 | 0.160 Most
73 cimetidine High 24 hr  |0.000 0.194 1 0.217 Less
77 griseofulvin High 24 hr 0.000 0.190 |0.172 Most
87 tiopronin High 24 hr 0.000 0.171  0.167 Less
91 bucetin High 24 hr 0.000 0.168 ' 0.165 -
96 ethanol High 24 hr |0.000 0.162 0.128
147 fenofibrate High 24 hr -0.908 | -0.166 | 0.184 Less
151 monocrotaline High 24 hr -0.953 -0.162 0.205 -
155 acetazolamide High 24 hr -0.999 -0.195 | 0.190 Most
156 triazolam High 24 hr -1.000 -0.177 | 0.209 Less

N TN

) )
_ N4

ERAVREVRAELTRIPTNSSAPSN TR AV REV RIEFETRRLET , &5
DERIZDOWVTIE 3.1 FEFEMERESHBLT(ZALY,



34. ZFv b7 — 2% (Single Data Point only)

Rank Matrix |Z Probe/Gene Z#E1R L Single Data Point Z1Z& A T-f&#T Tld. Query Analysis-
Detailed Result*Cluster [N X T, R E@EIZIE Network #TERRLET,

Network 3T TIEE AV REVAD R YN T—OfENFERERRLET,

RPDENAVRARZAVARER L, ERIXISREATEIZB DT T IL—TILTERRLET .
Detailed Result @ E{L 20 S LARNTH D score M 05 LLEDA U RAV XL F R TRART
SNTWET,, BITVIRF—/IN—TFBEA LRIV ADILEMREY—ILTFYTIZRRLE
9,

Query Analysis = Detailed Result | Cluster m Enrichment

LTKB Label: | -
Search:
0.0. ) ..0
e (Y
SUAS. »
@@ .... b
o0 o0
... :. >
[ ]
2]
2 ® o
¢ @
® [ ]
[ ]
® [
]
e @ a ..
Y ([ J
]
e @
® ®
e @
oS e%e >
i
o .......
& acetar mnop hen .. o
® ®
” s e L4 ©
® ()
'y [
o




GSREZDWNTNHID/—RED)IITBREVSARICRBRT DAV REIVAD—EERT
LET . LRAVREIVRELTRIF TN SARSNTNBAI VRV RIEFFTRRLET .
BIIDEKRIZDOWNTIL 3.1 B RZEZS BLTZALY,

4

Rank # |Compound Name Dose Level # Time ¢ Score # Up % Down #

1 thioacetamide High 24 hr 1.000 0.346 | -0.249
2 rifampicin High 24hr 1 0.907 0.262 |-0.277
3 valproic acid High 24 hr 0.823 0.302 -0.188
4 ethionamide High 24hr 0816 0.275 -0.21
5 acetaminophen High 24 hr 0.801 0.286 | -0.191
7 2-nitrofluorene High 24 hr 0.699 0.218 | -0.198
9 labetalol High 24 hr 0.686 0.190 ' -0.219
12 alpidem High 24 hr 0.649 0.201 ' -0.185
14 carbamazepine High 24 hr 0.630 0.208 | -0.167
18 flutamide High 24 hr 0.619 0.184 ' -0.185
20 cyclophosphamide High 24 hr 0.612 0.196 | -0.168
25 isoniazid High 24 hr 0.607 0.168 ' -0.193
26 coumarin High 24 hr 0.606 0.192 -0.169
27 indomethacin High 24 hr 0.599 0.197 ' -0.160
30 cyclosporine A High 24 hr 0.592 0.178 -0.174
31 diclofenac High 24 hr 0.588 0.197 ' -0.153
33 clozapine High 24 hr 0.582 0.187 | -0.160
34 perhexiline High 24 hr 0.581 0.182 -0.164
40 naphthyl isothiocyanate High 24 hr 0.550 0.178 -0.149

B L1235 LTKB (Liver Toxicity Knowledge Base) label**Tld . FDA A A FL TL\S EF|E
FFPEZE (FDA-approved drug label of DILDDSANJLIZEDEAVREVR/—F D KESEEE
LEY,

2 Chen M, Vijay V, Shi Q, Liu Z, Fang H, Tongdd W.,"FDA-approved drug labeling for the
study of drug-induced liver injury."Drug Discov Today. 2011 Aug;16(15-16):697-703.

3 Shraddha Thakkar , Minjun chen , Hong Fang , Zhichao Liu , Ruth Roberts & Weida Tong,
"The Liver Toxicity Knowledge Base (LKTB) and drug-induced liver injury (DILI)
classification for assessment of human liver injury”,Journal Expert Review of

Gastroenterology & Hepatology Volume 12, 2018 - Issue 1 Pages 31-38
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35, T v F X hEFT (Single Data Point only)

Rank Matrix |Z Probe/Gene Z#1R L Single Data Point Z1Z A T=f&#T Tld. Query Analysis-
Detailed Result-Cluster [ZINZ T, R EEIZIL Enrichment 27 & RxLE I, Enrichment
27 DEE T Z[E Pathway * Chord- Gene - Disease DARATMHYET,
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BIZFD/—FEDvIHET SV —HFE NCBI DBEEAFHEET .

Ful Report » Sendto:+

IFNA1 interferon alpha 1 [ Homo sapiens (human) ] T cfconits
umnary
Gene ID: 3439, updated on 13-Fet-2019 sy

-~ Summary 2121 Genomic reglons, transcripls, and products
Biblography
Official Symbol  IFNAT 112k
Official Full Name _interferon alpha 1 v Phenotypes

Primary source  HGNC.HGNC 5417 Vatiation
See related  Ensembl ENSGOO000197919 MIM 147660
Gone type _protein coding
RefSeq status REVIEWED
Organism Homo s

HIV-1 interactions

Pathways from BioSy

ems

ens

Linoage  Eukaryora; Metazoa; Chorcata; Craniat; Vertebrata Eutelcostomi, Mammada Eulherk; Evarchortogliess o
Primates: Hapiorhiy: Catantini Hominidee: Homo General gene nformtion
Also known s IFL; IFN: ENAG: IFNATS; IEN-ALPHA IFN-apnaD Maskers, Clona Nates, Homology, Gens
Summary gene b A has arinvira actviy, This gene s Cnlooay
inronless and the encoded srotsin s secrated. prvided by RefSadq, Sep 2011] Goneralproten nformaton

NCBI Referencs Saquencss (RefSsa)
- Genomic context 6

Reiated sequences
Location: 99213 See IFNAT in Genoime DIAVIEWS! pqciional Inks
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